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Traditional approach

— provide oneor severaltreesfor every locusof
repeatedG andTR genes

— build treesusingthe PHYLIP package

— make no assumptiongaboutthe duplicationprocess

— useseveralmethodsandprovide every different
tree
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Example: the IGHV locus

Maximum parcimoty trees
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Example: the IGHV locus

Neighborjoining (NJ) tree
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Example: the IGHV locus

Maximumlik elihoodtree
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Educational page on phylogenetic analysis

— explainthetreebuilding process

— describahe mainmethodsandtheir
benefits/dravbacks

— describewvaysto assesghe quality of the
reconstruction
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Onlinetoolsfor phylogenetic analysis

— build new treesusingdifferentparameterand
modelsof evolution

— addnew sequencem existing trees(engineered
sequencefor example)

— InterfacePHYLIP programgEMBOSS/Embassy
version)

— outputtreerepresentation®n thefly”
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Novel approach

— useasimplemodelof evolution by tandem
duplication
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Novel approach

Theduplication events

1-duplication 1
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Novel approach
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Novel approach

Theduplication events

1-duplication 1

Olivier Elemento, olivier@ligm.igh.cnrs.fr Slide 12



Novel approach

Theduplication events

1-duplication 1
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Novel approach

Theduplication events
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Novel approach
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Novel approach

Theduplication events

1-duplication 1
[ ],- I ]1-1 '
2-duplication 1, 2
f i ! 2, ! ]’., I 21 '
n-duplicaton 4 o

Olivier Elemento, olivier@ligm.igh.cnrs.fr Slide 16



Novel approach

Theduplication events
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Novel approach

Theduplication events
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Novel approach

— useasimplemodelof evolution by tandem
duplication

— Implementalgorithmsto derwve the optimal
duplicationtrees

— resultsonsomelG andTR locussupporithe
duplicationmodel
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Novel approach
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Novel approach
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